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linuxfRAT LAEZERwget http://lowelab.ucsc.edu/software/tRNAscan-
SE.tar.gzi#17 &

tar -xzvf tRNAscan-SE.tar.gz L3 E R E4E

d HABEZRG, make &8& make installBJa]{EH

g conda install trnascan-se -c bioconda
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Sign in to NCBI

-
< _,NCB] Nucleotide  v] | w
National Center for
Biotechnology Information
NCBI Bl Welcome to NCEI Popular Resources
Resource List (A-Z) The National Center for Biotechnology Information advances science and health by providing access to PubMed
All Resources biomedical and genomic information. Bookshelf
Chemicals & Bioassays About the NCBI | Mission | Qrganization | NCBI News & Blog PubMed Central
Data & Software BLAST
DNA & RNA Submit Download Learn Nucleotide
Domains & Structures Deposit data or manuscripts Transfer NCBI data to your Find help documents, attend a Genome
Genes & Expression into NCBI databases computer class or watch a tutorial SNP
Genetics & Medicine Gene
Genomes & Maps Protein

PubChem
Homology

B~ NCBIEMEFZEEE (https.//www.ncbi.nlm.nih.gov/)
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VAT SEHFE A6 T 3 — R EEZEF5Helicobacter pylori

GSS (37) Hellcopacter DYLOrllall rlelds.
Genetic
compartments 4
Mitochondrion (238) Items: 1 to 20 of 279944

i Search
Plasmid (235) Page 0f13998 Next> Last>> See more...
Sequence length [J Helicobacter hepaticus ATCC 51449, complete genome
Custom range... 1 _ - -

- 1,799,146 bp circular DNA Recent activity

Release date Accession: AE017125.1 GI: 32263428 Turn Off Clear
Custom range... Assembly  BioProject BioSample Protein PubMed Taxonomy

Q, Helicobacter pylori (279944)
GenBank FASTA Graphics Nucleotide

Revision date

Custom range... . . ) [E Helicobacter pylori B38 complete genome,
[J Helicobacter pylori B38 complete genome, strain B38 strain B38 Nucleotide

1,576,758 bp circular DNA
Accession: FM991728.1 Gl: 254000649
Show additional filters Assembly BioProject BioSample Protein PubMed Taxonomy

GenBank FASTA Graphics

M

Clear all Epitope-based peptide vaccines predicted

against novel coronavirus disease cause...

Spike protein-based epitopes predicted
against SARS-CoV-2 through literature min...

[] Helicobacter pylori strain PeCan18B plasticity zone, containing_type IV secretion system number The Gut Microbiome Signatures Discriminate
three (tfs3).gene cluster, complete sequence Healthy From Pulmonary Tuberculosis P...
56,651 bp linear DNA

Accession: AF487344.3 Gl: 38491969

Protein PubMed Taxonomy

W @

hed

See more...




A EREER SR
tRNAscan-SEEfIETR :

weiFEfastat§TUHATIREE, A NEFFIRITRE, ERXHRAEETS

& NCBI  Resources ¥ How To (%)
Nucleotide Nucleotide v ‘ |w

Advanced
GenBank - Send to: - .
1 sho
@® Complete Record
Helicobacter pylori B38 complete genome, strain B38 /Coding Sequences
() Gene Features R
GenBank: FM991728.1
FASTA  Graphics Choose Destination .

- ®File (O Clipboard Bnd C
Goto:[v) (U Collections (O Analysis Tool 5
LOCUS FM991728 1576758 bp DNA circular BCT 27-FEB-2015 fice
DEFINITION Helicobacter pyvlori B38 complete genome, strain B38. Download 1 item. B com|
ACCESSION  FM991728 Atures
VERSION  FM991728. 1 F;;g?; -

DBLINK BioProject: PRINA39GS5
BioSample: SAMEA3138296 Show GI [

KEYWORDS complete genome

SOURCE Helicobacter pylori B38 Create File I

ORGANISM Helicobacter pylori B38 Fquen
Bacteria; Protechacteria; Epsilonproteobacteria; Campylobacterales; Run BLAST
Helicobacteraceae; Helicobacter. . i

REFERENCE 1 Pick Primers

AUTHORS  Thiberge, J.M., Boursaux—Eude, C., Lehours,P., Dillies, M. A.,

L3
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tRNAscan SE tRNAscan SE
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Bl t fil
input_tie Select File

m Default Parameters
Results File

1. tRNA.out

2. tRNA stats
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$equence
Name

FM991728.

0P 26

FMS91728.
FM991728.
FMS991728.
FM991728.
FM991728.
FM991728.
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Bounds tRNA Anti

tRNA
tRNA # Begiln End Type
90816 90907 Ser GCT 0
%%Aééé Gd%ﬁ%% Arg GCG 0
5120 % Met CAT 0
928451 9285253 NEREBCC 0
5 928567 928653 Leu TAA 0
6 928727 928801 CymG&ALF
7 928849 928936 Ser TGA 0
8 1061182 1061258 Ile GAT 0
9 1061275 1061350 Ala TGC 0
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Intron Bounds Cove
Codon

Begin
.60
.51
.21
.93
.17
.44
.62
.80
.14

End Score



A BRI S SIR
tRNAscan-SEEfHIiER J

FELERNMH: tRNAstats, BIFTNtRNAZE REE(R St

Isotype / Anticodon Counts:

Ala 2 AGC: GGC: 1 CGC: TGC: 1

Gly 2 ACC: GCC: 1 CCC: TCC: 1

Pro 2 AGG: GGG: 1 CGG: TGG: 1

Thr 2 AGT: GGT: 1 CGT: TGT: 1

Val 2 AAC: GAC: 1 CAC: TAC: 1

Ser 3 AGA: GGA: 1 CGA: TGA: 1 ACT: GCT: 1
Arg 4 ACG: GCG: 1 CCG: TCG: 1 CCT: 1 TCT: 1
Leu 4 AAG: GAG: 1 CAG: TAG: 1 CAA: 1 TAA: 1
Phe 1 AAA: GAA: 1

Asn 1 ATT: GTT: 1

Lys 1 CTT: TTT: 1

Asp 1 ATC: GTC: 1

Glu 2 CTC: TTC: 2

His 1 ATG: GTG: 1

Gln 1 CTG: TTG: 1

Ile 1 AAT: GAT: 1 TAT:

Met 3 CAT: 3

Tyr : 1 ATA: GTA: 1

Supres: 0 CTA: TTA:

Cys 1 ACA: GCA: 1

Trp 1 CCA: 1

SelCys: 0 TCA:

Shy
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